Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.002 Å; R factor = 0.054; wR factor = 0.166; data-to-parameter ratio = 29.3.
In the title compound, C 27 H 27 NO 4 , the five-membered isoxazole ring adopts an envelope conformation and the sixmembered pyran ring adopts a half-chair conformation. The dihedral angle between the mean planes of the isoxazole ring and the chromene ring system is 54. 95 (4) .
Related literature
For the biological activity of chromenopyrrole, see: Caine (1993) and of benzopyran and isoxazolidine, see: Lin et al. (1996) ; Hu et al. (2004) . For related structures, see: Gangadharan et al. (2011); Swaminathan et al. (2011) .
Experimental
Crystal data 
al., 2004).
The geometric parameters of the title molecule ( Fig. 1) agree well with the corresponding geometric parameters reported in closely related structures (Gangadharan et al., 2011; Swaminathan et al., 2011) . The dihedral angle between the two benzene rings [(C11-C16) and (C17-C22)] is 73.02 (2) °. The sum of bond angles around N1 [335.04 (9) °]indicates the sp 3 hybridization state of atom N1 in the molecule. The molecular structure is stabilized by weak intramolecular C-H···O interactions.
Experimental
A mixture of (E)-methyl 2-((2-formylphenoxy)methyl)-3-(4-isopropylphenyl) acrylate (2 mmol, 0.68 g) and N-phenylhydroxylamine (3 mmol, 0.33 g) in ethanol (10 ml) was refluxed for 6 h. After the completion of the reaction as indicated by TLC, the reaction mixture was concentrated and the resulting crude mass was diluted with water (15 ml) and extracted with ethyl acetate (3x15 ml). The combined organic layer was washed with brine (3x15 ml) and dried over anhydrous Na 2 SO 4 , solvent was removed under reduced pressure. The crude mass was purified by column chromatography on silica gel (Acme 100-200 mesh), using ethyl acetate-hexane (0.5: 9.5) to afford the title compound as a colourless solid in 84% yield. The compound was recrystallised from ethyl acetate to produce X-ray diffraction quality crystals.
Refinement
H atoms were positioned geometrically and refined using riding model with C-H distances = 0.93, 0.96, 0.97 and 0.98 Å for aryl, methyl, methylene and methine type H-atoms, respectively, using U iso (H) = 1.2U eq (non-methyl C atoms) and 1.5U eq (methyl C atoms).
Figures Fig. 1 . The molecular structure of the title compound with atom labels and 30% probability displacement ellipsoids for non-H atoms. (7) C5 0.0512 (7) 0.0446 (7) 0.0552 (7) 0.0037 (5) 0.0250 (6) 0.0035 (5) C6 0.0371 (6) 0.0510 (7) 0.0523 (7) 
